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enabled the rapid characterization of large numbers of
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bioremediation, energy production, and carbon
sequestration requires an in-depth and systems level
understanding of the molecular components of the cell
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environment and ultimately towards a systems level
picture of the living organism.
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fractions (C) were identical for both cell cultures. A majority of
proteins identified in multiple sub-cellular fractions were not
consistent in terms of the
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and environmental improvements.

the photosystem complex and additional
components necessary to capture electrons,
transporting them through the electron transport
chain driving the formation of a proton gradient
required for ATP syntheseis. Electrons are
transported through the light harvesting complexes.
to the reaction center which consists of three
subunits
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+ Potential applications in the bioremediation of metals
+ Can function to er reduce and pt

deam sz g0 e wase Callister, . 1. et al, 2006, Comparison of
me

Methods (in press).

Caller,. 1 ctal. 2006 Aplcaton o o
from 4.1 acrobic and

Zeng, X..ctal. 2006. Protcomic and transcrptional
24,1, (In preparation).

Callister, . 1., etal. 2006.

bic and hacroides 24,1

Relatve retenton tme

Etution

sub-
of Proteome Rescarch (in press).
4

er sphacroides

a diverse range of

states f ‘photosynthetic Rhodobacter sphacroides 2.4,

heavy metals and radionuclides

+ A thorough understanding of how MR-1 responds to changes in electron
acceptor type and concentration and the enzymatic pathways involved in
these reactions is critical for effectively using metal-reducing bacteria for
remediation

Rhodobacter sphaeroides

+ Gram negative purple nonsulfur eubacterium

* Member of the a-3 subdivision of the Proteobacteria

« Within this subgroup, Rhodobacter sphaeroides is a well-studied and free-
living microbe that is capable of growth under a variety of conditions,
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« Effective at reducing a wide range of soluble and solid phase metals
during anaerobic respiration

+ Geobacter appears to be common among contaminated ground water
environments and is thus relevant to in situ bioremediation in such areas
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