Pacific Northwest Sensitive Targeted Quantitative Proteomics Analysis
National Laboratory

Using Multiple Reaction Monitoring with a Novel ESI Interface

U.S. Department of Energy.

David T. Kaleta, Errol W. Robinson, Tao Liu, Wei-Jun Qian, Ryan T. Kelly, Jason S. Page, Kegi Tang, Heather M. Mottaz, David G. Camp Il, and Richard D. Smith
Biological Sciences Division, Pacific Northwest National Laboratory, Richland, WA

Detecting proteins at low ng/mL level in human plasma without fractionation

Overview Conclusions
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