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Figure 4. Identification of VLDALDSIK peptide based on m/z, drift time, and

* The alignment parameters were applied to the LC chromatograms
obtained for the five proteins-spiked plasma samples.

 This process was automated to calculate the LC peak area for the 8
most abundant peptides from each protein in the mixture.
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Figure 5. Linearity plots for four different peptides. The system
exhibits good linearity within the concentrations range used. The
linearity was validated using two samples of different proteins’
ratios. At high concentration, the curves deviated from linearity due
to saturation of the acquisition system.
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actual concentration spiked into plasma. Excellent
correlation was observed between the measured and
the actual concentrations.
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Conclusions

* A LC-IMS-TOF platform was evaluated for
quantitative measurements.

» The evaluation involved a tryptically
digested mixture of five proteins in depleted
human plasma.

« Alignment of LC retention time in addition to
utilizing drift time helped to correctly identify
LC peaks of interest for quantitation in
automated fashion.

« Linearity was validated using two samples
of different proteins ratios

» The CID efficiency of the IMS-TOF was
measured as 39-60%.
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