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Methods

Active Data Canvas

Interactive Data Viewers

 Every node in heatmap cluster can be clicked for statistical significant tests.
o Pathway viewer overlays data on the familiar visual context.
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* Pinning data can dramatically reduce the time to proactively explore the
extensive external resources for gathering the relevant information.
» Speed hypothesis testing and scientific discovery from large-scale omics data.

Figure 1 — Active Data Canvas has three main features/components. First, the
Interactive data viewers are web applications so that collaborators can easily access and
share data. Second, it proactively conducts statistical analysis, and generates queries to
research the domain knowledge to assist analyses. Third, all data and analysis Is
versions and shared via GitHub.

Figure 3 — Interactive Data Viewers: (a) Heatmap viewer. It displays the clickable dendrograms as well
as heatmap. If you click the nodes in row, you can get the enriched pathways associated with the
selected protein group. When you click the column node, you can get the statistical results and its
graphs. (b) Pathway viewer. On the top of a pathway (Complement and coagulation cascades), raw
data is integrated.

associated with pinned items.
o All data and analysis are
versioned via GitHub.
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